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After publication of the original article [1], a reader
noted that one reference cited in the main text had not
been mentioned in the References section. The reference
(Qin et al., [2]) was cited as Ref. 33 within the text, but
mistakenly did not appear in the References. As such the
total number of References was also incorrect – there
should have been 36 in total. References 33 – 35 should
have been numbered 34 – 36 in the main text and in the
References section.
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